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SCORE Search Results Details for Application 
10721553 and Search Result us-10-721-553- 
2,rapbm, 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10721553 and Search Result us-10- 

721-553-2.rapbm. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



October 6, 2006, 18:05:57 ; Search time 187 Seconds 

(without alignments) 
1315.332 Million cell updates/sec 

US-10-721-553-2 
2764 

1 MAPTIQTQAQREDGHRPNSH QEDGSEAAASDSSEADSDSD 531 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 

2097797 seqs, 463214858 residues 



Total number of hits satisfying chosen parameters: 



2097797 



Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



Post-processing : 



Database 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Published_Applications_AA_Main:* 
1: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 
2: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 
3: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 

4: • /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USlOA_PUBCOMB.pep:* 
5: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USlOB_PUBCOMB.pep:* 
6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


2764 


100 


0 


531 


3 


US- 


09 


-840- 


787- 


9 


Sequence 


9, Appli 


2 


2764 


100 


0 


531 


5 


us- 


10 


-721- 


553- 


2 


Sequence 


2, Appli 


3 


2658.5 


96 


2 


553 


5 


us- 


10 


-450- 


763- 


50041 


Sequence 


50041, A 


4 


2464 


89 


1 


473 


3 


us- 


09 


-986- 


480- 


410 


Sequence 


410, App 


5 


2464 


89 


1 


473 


5 


us- 


10 


-863- 


332- 


410 


Sequence 


410, App 


6 


1244.5 


45 


0 


538 


6 


us- 


11 


-097- 


143- 


4281 


Sequence 


4281, Ap 


7 


622 


22 


5 


133 


5 


us- 


10 


-450- 


763- 


50040 


Sequence 


50040, A 


8 


452 


16 


4 


86 


4 


us- 


10 


-424- 


599- 


223174 


Sequence 


223174, 


9 


375.5 


13 


6 


571 


4 


us- 


10 


-424- 


599- 


213359 


Sequence 


213359, 


10 


337.5 


12 


2 


644 


4 


us- 


10 


-437- 


963- 


116147 


Sequence 


116147, 


11 


283 


10.2 


475 


5 


us- 


10 


-450- 


763- 


49771 


Sequence 


49771, A 
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12 


238 . 5 


8 


. 6 


286 


4 


US- 


10- 


425 


-115-202470 


Sequence 


202470, 


13 


237.5 


8 


. 6 . 


1633 


4 


US- 


10- 


282 


-122A-70437 


Sequence 


70437, A 


14 


234 .5 


8 


5 


1742 


4 


US- 


10- 


615 


-383-4 


Sequence 


4, Appli 


15 


234 . 5 


8 


. 5 


1742 


4 


us- 


10- 


690 


-184-4 


Sequence 


4, Appli 


16 


234.5 


8 


. 5 


1742 


4 


US- 


10- 


689 


-082-4 


Sequence 


4, Appli 


17 


234 


8 


. 5 


953 


4 


US- 


10- 


282 


-122A-44457 


Sequence 


AAA C*7 71 

4 4 4 3/, A 


18 


233 . 5 


8 


. 4 


930 


5 


US- 


10- 


744 


-672-3 


Sequence 


3, Appli 


19 


233 . 5 


8 


. 4 


930 


5 


us- 


10- 


744 


-616-3 


Sequence 


3/ Appli 


20 


233 ♦ 5 


8 


. 4 


947 


5 


us- 


10- 


470 


-048B-86 


Sequence 


8 6 , App 1 


21 


233 


8 


. 4 


932 


3 


us- 


09- 


815 


-242-5578 


Sequence 


DO to , Ap 


22 


233 


8 


. 4 


932 


3 


US- 


09- 


815 


-242-12438 


Sequence 


1 O A 1 O 7\ 

1243U, A 


23 


230 . 5 


8 


. 3 


1385 


4 


us- 


10- 


282 


1 O O H A A ~\ A 

-122A-44324 


Sequence 


A A *3 O A H. 

44324, A 


24 


230 


8 


. 3 


877 


4 


us- 


10- 


282 


-122A-70428 


Sequence 


70428, A 


25 


229 


8 


. 3 


1920 


4 


us- 


10- 


282 


-122A-71413 


Sequence 


71413, A 


26 


228 


8 


. 2 


428 


4 


us- 


10- 


451 


-467A-448 


Sequence 


448, App 


27 


226 


8 


. 2 


743 


5 


us- 


10- 


485 


-517-351 


Sequence 


351, App 


28 


226 


8 


. 2 


877 


5 


us- 


10- 


485 


-517-200 


Sequence 


200, App 


29 


226 


8 


. 2 


913 


5 


US- 


10- 


470 


-048B-63 


Sequence 


63, Appl 


30 


226 


8 


. 2 


918 


5 


US- 


10- 


74 4 


-672-1 


Sequence 


1 , App 1 i 


31 


226 


8 


. 2 


918 


5 


US- 


10- 


74 4 


-616-1 


Sequence 


1, Appli 


32 


225.5 


Q 
O 


. z 


933 


5 


US- 


10- 


470 


A A O D 0*3 

-U4ob-y J 


Sequence 


93, Appl 


33 


225.5 


8 


. 2 


936 


2 


US- 


08- 


781 




Sequence 


DZHy t Ap 


34 


225.5 


8 


. 2 


936 


4 


us- 


10- 


329 


-624-5249 


Sequence 


5249, Ap 


35 


224 ♦ 5 


8 


■ 1 


194 


5 


US- 


10- 


450 


-76 j-4 1624 


Sequence 


4 1624 , A 


36 


224 


8 


' 1 


265 


4 


us- 


10- 


073 


-256-78 


Sequence 


78, Appl 


37 


224 


8 


■ 1 


265 


5 


us- 


10- 


799 


-749-78 


Sequence 


78, Appl 


38 


223. 5 


8 


" 1 


1315 


5 


us- 


10- 


744 


-672-5 


Sequence 


5, Appli 


39 


223.5 


8 




1315 


5 


US- 


10- 


744 


C 1 c c 


Sequence 


5, Appli 


40 


223.5 


8 




1315 


5 


us- 


10- 


470 


-048B-124 


Sequence 


124, App 


41 


221.5 


8 


.0 


1349 


3 


us- 


09- 


815 


-242-5898 


Sequence 


5898, Ap 


42 


221.5 


8 


.0 


1349 


3 


us- 


09- 


815 


-242-13137 


Sequence 


13137, A 


43 


220.5 


8 


.0 


1253 


4 


us- 


10- 


363 


-798-2 


Sequence 


2, Appli 


44 


220.5 


8 


.0 


1253 


6 


us- 


11- 


185 


-924-18 


Sequence 


18, Appl 


45 


220 


8 


.0 


717 


5 


us- 


10- 


470 


-048B-58 


Sequence 


58, Appl 



ALIGNMENTS 



RESULT 1 
US-09-840-787-9 

; Sequence 9, Application US/09840787 
; Patent No. US20020058264A1 
GENERAL INFORMATION: 

APPLICANT: Lai, Preeti 

Hillman, Jennifer L. 
Bandman, Olga 
; Shah, Purvi 

Au- Young, Janice 
Yue, Henry 
; Guegler, Karl J. 

Corley, Neil C. 
TITLE OF INVENTION: HUMAN REGULATORY MOLECULES 
NUMBER OF SEQUENCES: 98 
CORRESPONDENCE ADDRESS: 

ADDRESSEE: Incyte Pharmaceuticals, Inc. 
STREET: 3174 Porter Drive 
CITY: Palo Alto 
STATE: CA 
COUNTRY: USA 
ZIP: 94304 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Diskette 
COMPUTER: IBM Compatible 
OPERATING SYSTEM: DOS 

SOFTWARE: FastSEQ for Windows Version 2.0 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/09/840,787 

FILING DATE: 23-Apr-2001 

CLASSIFICATION: 
PRIOR APPLICATION DATA: 

APPLICATION NUMBER: 09/518,865 

FILING DATE: 
ATTORNEY/ AGENT INFORMATION: 

NAME: Billings, Lucy J. 

REGISTRATION NUMBER: 36,749 
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SCORE Search Results Details for Application 
10721553 and Search Result us-10-721-553- 
2,rapbn. 

Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10721553 and Search Result us-10- 

721-553-2.rapbn. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 

Run on: October 6, 2006, 18:07:02 ; Search time 40 Seconds 

(without alignments) 
1047.852 Million cell updates/sec 

Title: US-10-721-553-2 
Perfect score: 2764 

Sequence: 1 MAPTIQTQAQREDGHRPNSH QEDGSEAAASDSSEADSDSD 531 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 291792 seqs, 78934247 residues 

Total number of hits satisfying chosen parameters: 291792 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Published_Applications_AA_New: * 

1: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_NEW_PUB.pep:* 

2: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US06_NEW_PUB.pep:* 

3: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_NEW_PUB.pep:* 

4: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_NEW_PUB.pep:* 

5: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/PCT_NEW_PUB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10_NEW_PUB.pep:* 

7: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_NEW_PUB.pep:* 

8: /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US60_NEW_PUB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result- being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 



1 


360.5 


13 


0 


451 


6 


us- 


10 


-449- 


902-37810 


Sequence 


37810, A 


2 


235.5 


8 


5 


3500 


7 


us- 


11 


-063- 


439-84 


Sequence 


84, Appl 


3 


234.5 


8 


5 


1742 


7 


US- 


11 


-396- 


565-4 


Sequence 


4, Appli 


4 


232.5 


8 


4 


995 


6 


us- 


10 


-471- 


571A-3354 


Sequence 


3354, Ap 


5 


226 


8 


2 


877 


6 


US- 


10 


-471- 


571A-3884 


Sequence 


3884, Ap 


6 


225.5 


8 


2 


927 


6 


US- 


10 


-471- 


571A-2922 


Sequence 


2922, Ap 


7 


221.5 


8 


0 


1349 


6 


US- 


10 


-471- 


571A-3352 


Sequence 


3352, Ap 


8 


209 


7 


6 


3478 


7 


us- 


11 


-063- 


439-95 


Sequence 


95, Appl 


9 


206.5 


7 


5 


3493 


7 


us- 


11 


-063- 


439-35 


Sequence 


35, Appl 
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10 


206 


7 


5 


3317 


7 


US- 11-063-4 39-157 


Sequence 


157, App 


11 


206 


7 


5 


3494 


7 


US-11-063-439-1 


Sequence 


1, Appli 


12 


205 


7 


4 


3487 


7 


US-11-063-439-17 


Sequence 


17, Appl 


13 


204 


7 


4 


3531 


7 


US- 11-063-4 39-206 


Sequence 


206, App 


14 


203. 5 


7 


4 


3490 


7 


US- 11-0 63-4 3 9-2 4 4 


Sequence 


244, App 


15 


203 


7 


3 


3508 


7 


US- 11-063-4 39-254 


Sequence 


254, App 


16 


202 


7 


3 


3496 


7 


US-11-063-439-125 


Sequence 


125, App 


17 


202 


7 


3 


3511 


7 


US-1 1-063-4 39-224 


Sequence 


224, App 


18 


201 . 5 


7 


3 


3490 


7 


US-11-063-439-114 


Sequence 


114, App 


19 


201 . 5 


7 


3 


3511 


7 


US-11-063-439-190 


Sequence 


190, App 


20 


201 


7 


3 


1157 


6 


US-10-539-228-512 


Sequence 


512, App 


21 


200.5 


7 


3 


2336 


7 


US-11-063-439-249 


Sequence 


249, App 


22 


200 . 5 


7 


3 


3510 


7 


US-1 1-063-4 39-233 


Sequence 


233, App 


23 


200 


7 


2 


3507 


7 


US-11-063-439-5 


Sequence 


5, Appli 


24 


200 


7 


2 


3507 


7 


US-11-063-439-44 


Sequence 


44, Appl 


25 


199 . 5 


7 


2 


3485 


7 


US-11-063-439-10 


Sequence 


10, Appl 


26 


199 . 5 


7 


2 


3485 


7 


US-11-063-439-59 


Sequence 


59, Appl 


27 


199 . 5 


7 


2 


3487 


7 


US-1 1-063-4 39-56 


Sequence 


56, Appl 


28 


199 . 5 


7 


2 


3493 


7 


US-11-063-439-6 


Sequence 


6, Appli 


29 


199 . 5 


7 


2 


3502 


7 


US-1 1-063-4 39- 184 


Sequence 


184, App 


30 


199.5 


7 


2 


3524 


7 


US-11-063-439-17 9 


Sequence 


179, App 


31 


197 .5 


7 


1 


3495 


7 


US-11-063-439-181 


Sequence 


181, App 


32 


197 


7 


1 


3493 


7 


US-11-063-439-12 


Sequence 


12, Appl 


33 


197 


7 


1 


3493 


7 


US-11-063-439-47 


Sequence 


4 7 , Appl 


34 


197 


7 


1 


3494 


7 


US-11-063-439-104 


Sequence 


104, App 


35 


197 


7 


1 


3508 


7 


US-11-063-439-39 


Sequence 


39, Appl 


36 


197 


7 


1 


3542 


7 


US-11-063-439-212 


Sequence 


212, App 


37 


196 


7 


1 


1181 


6 


US-10-539-228-509 


Sequence 


509, App 


38 


196 


7 


1 


3490 


7 


US-11-063-439-118 


Sequence 


118, App 


39 


196 


7 


1 


3498 


7 


US- 11-0 63- 4 3 9-2 


Sequence 


2, Appli 


40 


193.5 


7 


0 


3524 


7 


US-11-063-439-93 


Sequence 


93, Appl 


41 


193 


7 


0 


3491 


7 


US-11-063-439-33 


Sequence 


33, Appl 


42 


192.5 


7 


0 


3510 


7 


US-11-063-439-241 


Sequence 


241, App 


43 


192 


6 


9 


707 


6 


US-10-449-902-56326 


Sequence 


56326, A 


44 


192 


6 


9 


1178 


7 


US-11-020-808-23 


Sequence 


23, Appl 


45 


192 


6 


9 


3498 


7 


US-11-063-439-238 


Sequence 


238, App 



ALIGNMENTS 



RESULT 1 

US-10-449-902-37810 

; Sequence 37810, Application US/10449902 
; Publication No. US20060123505A1 
; GENERAL INFORMATION: 

; APPLICANT: National Institute of Agrobiological Sciences. 

APPLICANT: Bio-oriented Technology Research Advancement Institution. 
; APPLICANT: The Institute of Physical and Chemical Research. 
; APPLICANT: Foundation for Advancement of International Science. 
; TITLE OF INVENTION: FULL-LENGTH PLANT cDNA AND USES THEREOF 
; FILE REFERENCE: MOA-A0205Y1-US 
; CURRENT APPLICATION NUMBER: US/10/44 9,902 
; CURRENT FILING DATE: 2003-05-29 
; PRIOR APPLICATION NUMBER: JP 2002-203269 
; PRIOR FILING DATE: 2002-05-30 
; PRIOR APPLICATION NUMBER: JP 2002-383870 
; PRIOR FILING DATE: 2002-12-11 
; NUMBER OF SEQ ID NOS : 56791 
; SOFTWARE: Patentln Ver. 2.1 
; SEQ ID NO 37810 

LENGTH: 451 

TYPE: PRT 
; ORGANISM: Oryza sativa 
US-10-449-902-37810 

Query Match 13.0%; Score 360.5; DB 6; Length 451; 

Best Local Similarity 26.9%; Pred. No. 3.7e-10; 

Matches 115; Conservative 81; Mismatches 179; Indels 53; Gaps 17; 

Qy 17 PNSHR TLPERSGWCRVKYCNSLPDIPFDPKFITYPFDQNRFVQYKATSLEKQHKHD 73 

11:1 I : : :|: I: I III |:: I : : I : : I : I I I I I : 

Db 47 PNAERFENRLKKPTTFLCKHKFRNELPDPSSQLKWLPLNKDKDRYTKYRITSLEKNYIPK 106 

Qy 74 LLTEPDLGVTIDLINPDTYRIDP-NVLLDPADEKLL-EEEIQAPTSS KRSQQHAKV 127 

: : | I I : : : I I : : I I : I I I : I I : : I : | I : : I 
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SCORE Search Results Details for Application 
10721553 and Search Result us-10-721-553- 

2.rai. 



Score Home 
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Retrieve Application 
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SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
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This page gives you Search Results detail for the Application 10721553 and Search Result us-10- 

721-553-2.rai. 

start 

Go Back to previous page 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: October 6, 2006, 17:53:53 



; Search time 29 Seconds 

(without alignments) 

1602.716 Million cell updates/sec 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



US-10-721-553-2 
2764 

1 MAPTIQTQAQREDGHRPNSH. 



. QEDGSEAAASDSSEADSDSD 531 



BLOSUM62 
Gapop 10.0 



Gapext 0.5 



Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 



650591 



Minimum DB seq length: 
Maximum DB seq length: 



2000000000 



Post-processing: 



Database : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 

Issued_Patents_AA: * 

1: /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2: /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep:* 

3: /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4: /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5: /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep:^ 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 

7: /EMC_Celerra_SIDS3/ptodata/2/iaa/backfilesl.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 



Result 
No. 


Score 


Query 
Match 


Length 


DB 


ID 


Description 




1 


2764 


100.0 


531 


1 


US-08-933-750C-9 


Sequence 


9, 


Appli 


2 


2764 


100.0 


531 


2 


US-09-234-613-9 


Sequence 


9, 


Appli 


3 


2764 


100.0 


531 


2 


US-09-647-143-2 


Sequence 


2, 


Appli 


4 


595 


21.5 


115 


2 


US-09-513-999C-7407 


Sequence 


7407, Ap 


5 


266 


9.6 


481 


2 


US-09-248-796A-18683 


Sequence 


18 


683, A 


6 


234.5 


8.5 


1742 


2 


US-09-386-962C-4 


Sequence 


4, 


Appli 


7 


234.5 


8.5 


1742 


2 


US-09-386-959-4 


Sequence 


4, 


Appli 


8 


233.5 


8.4 


930 


2 


US-09-200-650E-3 


Sequence 


3, 


Appli 


9 


226 


8.2 


918 


2 


US-09-200-650E-1 


Sequence 


1, 


Appli 


10 


225.5 


8.2 


933 


2 


US-08-293-728-2 


Sequence 


2, 


Appli 
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11 


225.5 


8 . 


2 


933 


2 


US-09-421-868-2 


Sequence 


2, Appli 


12 


225 . 5 


8 . 


2 


933 


2 


US-09-679-643-2 


Sequence 


2, Appli 


13 


225.5 


8 . 


2 


936 


2 


US-08-956-171E-5249 


Sequence 


5249, Ap 


14 


225.5 


8 . 


2 


936 


2 


US-08-781-986A-5249 


Sequence 


5249, Ap 


15 


223.5 


8 . 


1 


1315 


2 


US-09-200-650E-5 


Sequence 


5, Appli 


16 


220.5 


8 . 


0 


1253 


2 


US-09-958-617A-18 


Sequence 


18, Appl 


17 


220.5 


8 . 


0 


1259 


2 


US-09-94 9-016- 10366 


Sequence 


10366, A 


18 


218 


7 . 


9 


1166 


2 


US-09-200-650E-7 


Sequence 


7, Appli 


19 


212.5 


7 . 


7 


287 


2 


US-09-710-279-468 


Sequence 


468, App 


20 


212.5 


7 . 


7 


1092 


2 


US-09-147-405B-15 


Sequence 


15, Appl 


21 


203.5 


7 . 


4 


414 


2 


US-09-248-796A-1904 6 


Sequence 


19046, A 


22 


203 


7. 


3 


257 


2 


US-09-461-697-188 


Sequence 


188, App 


23 


203 


7 . 


3 


272 


2 


US-09-461-697-186 


Sequence 


186, App 


24 


199.5 


7 . 


2 


599 


2 


US-09-538-092-864 


Sequence 


864, App 


25 


198.5 


7 . 


2 


238 


2 


US-09-461-697-190 


Sequence 


190, App 


26 


196 


. 7 . 


1 


781 


2 


US-09-94 9-0 16-9773 


Sequence 


9773, Ap 


27 


195 


7 . 


1 


231 


2 


US-09-461-697-194 


Sequence 


194, App 


28 


195 


7 . 


1 


232 


2 


US-09-461-697-192 


Sequence 


192, App 


29 


195 


7 . 


1 


764 


2 


US-09-538-092-944 


Sequence 


944, App 


30 


191 


6. 


9 


598 


2 


US-09-538-092-1083 


Sequence 


1083, Ap 


31 


189 


6. 


8 


764 


2 


US-09-370-838-67 


Sequence 


67, Appl 


32 


189 


6. 


8 


764 


2 


US-09-854-133-67 


Sequence 


67, Appl 


33 


186 


6. 


7 


3135 


1 


US-08-323-170B-2 


Sequence 


2, Appli 


34 


186 


6. 


7 


3135 


2 


US-08-954-441-2 


Sequence 


2, Appli 


35 


185.5 


6. 


7 


1162 


1 


US-08-728-323A-2 


Sequence 


2, Appli 


36 


185.5 


6. 


7 


1162 


2 


US-09-298-568-2 


Sequence 


2, Appli 


37 


185.5 


6. 


7 


1162 


2 


US-09-410-399-2 


Sequence 


2, Appli 


38 


185.5 


6. 


7 


1162 


2 


US-09-894-273-2 


Sequence 


2, Appli 


39 


185 


6. 


7 


402 


2 


US- 0 9-2 4 8 -7 9 6A- 18 910 


Sequence 


18910, A 


40 


184 


6. 


7 


674 


2 


US-08-893-852A-1 


Sequence 


1, Appli 


41 


183 


6. 


6 


486 


2 


US-09-710-279-788 


Sequence 


788, App 


42 


180 


6. 


5 


487 


2 


US-09-386-962C-14 


Sequence 


14, Appl 


43 


180 • 


6. 


5 


487 


2 


US-09-386-959-65 


Sequence 


65, Appl 


44 


178.5 


6. 


5 


40 


2 


US-09-647-143-16 


Sequence 


16, Appl 


45 


178.5 


6. 


5 


1269 


2 


US-09-949-016-7349 


Sequence 


7349, Ap 
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